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85 


75 










80 










85 












87 tac tgc aac gtc etc tgc ggg gag cgt gag gag gag gca egg get tgc 
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accaggtgag 
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ccagaggcct 


gagggggcag cacactgcag gccaggccca 
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cactcctgcc 
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279 


cctgcacgtg 


catctagcct gaggcatgee agctggctct 


gggaaggggc 


cacagtggat 
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ttgaggggtc 


aggggtccct ccactagatc cccaccaagt 


ctgccctctc 
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285 caatctccta actgcccgag gggaaggtgg ctggctcctc tgacacgggg aaaccgaggc 1132 

287 ctgatggtaa ctctcctaac tgcctgagag gaaggtggct gcctcctctg acatggggaa 1192 

289 accgaggccc aatgttaacc actgttgaga agtcacaggg ggaagtgacc cccttaacat 1252 

291 caagtcaggt ccggtccatc tgcaggtccc aactcgcccc ttccgatggc ccaggagccc 1312 

293 caagcccttg cctgggcccc cttgcctctt gcagccaagg tccgagtggc cgctcctgcc 1372 

295 ccctaggcct ttgctccagc tctctgaccg aaggctcctg ccccttctcc agtccccatc 1432 

297 gttgcactgc cctctccagc acggctcact gcacagggat ttctctctcc tgcaaacccc 1492 

299 ccgagtgggg cccagaaagc agggtacctg gcagcccccg ccagtgtgtg tgggtgaaat 1552 

301 gatcggaccg ctgcctcccc accccactgc aggagctgag gagtgtgagc gtgccgtcat 1612 

303 cgactttgtg gctttccagg acatctccat caagaggagc ggctgctgca ggccc 1667 

306 <210> SEQ ID NO: 4 

307 <211> LENGTH: 170 

308 <212> TYPE: PRT 

309 <213> ORGANISM: Homo sapiens 

311 <400> SEQUENCE: 4 

312 Met Arg Ala Leu Glu Gly Pro Gly Leu Ser Leu Leu Cys Leu Val Leu 

313 15 10 15 

315 Ala Leu Pro Ala Leu Leu Pro Val Pro Ala Val Arg Gly Val Ala Glu 

316 .20 25 30 

318 Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu Arg Leu Val 

319 35 40 45 

321 Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro Cys Arg Arg 

322 50 55 60 

324 Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His Tyr Thr Gin 

325 65 70 75 80 
32 7 Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val Leu Cys Gly 
328 85 90 95 

330 Glu Arg Glu Glu Glu Ala Arg Ala Cys His Ala Thr His Asn Arg Ala 

331 100 105 110 

333 Cys Arg Cys Arg Thr Gly Phe Phe Ala His Ala Gly Phe Cys Leu Glu 

334 115 120 125 

336 His Ala Ser Cys Pro Pro Gly Ala Gly Val lie Ala Pro Gly Glu Ser 

337 130 135 140 

339 Trp Ala Arg Gly Gly Ala Pro Arg Ser Gly Gly Arg Arg Cys Gly Arg 

340 145 150 155 160 

342 Gly Gin Val Ala Gly Pro Ser Leu Ala Pro 

343 165 170 

347 <210> SEQ ID NO : 5 

348 <211> LENGTH: 455 

349 <212> TYPE: PRT 

350 <213> ORGANISM: Homo sapiens 

352 <400> SEQUENCE: 5 

353 Met £ly Leu Ser Thr Val Pro Asp Leu Leu Leu Pro Leu Val Leu Leu 

354 1 5 10 ' 15 

356 Glu Leu Leu Val Gly lie Tyr Pro Ser Gly Val lie Gly Leu Val Pro 

357 20 25 30 

359 His Leu Gly Asp Arg Glu Lys Arg Asp Ser Val Cys Pro Gin Gly Lys 

360 35 40 45 

362 Tyr lie His Pro Gin Asn Asn Ser lie Cys Cys Thr Lys Cys His Lys 
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